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1. Introduction
Normal development of the vertebrate inner ear depends on signals ema-
nating from multiple surrounding tissues, including the hindbrain, neural
crest, mesenchyme, and notochord (for reviews, see Fritzsch et al. 1998;
Torres and Giraldez 1998; Fekete 1999; Kiernan et al. 2002). Primarily
through the analyses of mutant mice with spontaneous mutations or tar-
geted deletions (knockouts), several genes involved in the patterning of the
inner ear have been identified. Analyses of the phenotypes resulting from
mutations within some of these genes, as well as analyses of their spatial
and temporal expression patterns, indicate that they play specific, and 
sometimes multiple, roles in the patterning of the vestibular and auditory
components of the inner ear (Table 2.1). Here, we summarize our current
knowledge of the molecular mechanisms governing the development of the
inner ear and the roles played by a variety of genes, focusing on the vestibu-
lar apparatuses of the chicken and mouse.
2. Gross Development of the Vestibular Apparatus
The membranous portion of the vertebrate inner ear originates from a
thickening of the ectoderm adjacent to the hindbrain (Fig. 2.1). This 
thickened epithelium, known as the otic placode, invaginates to form the
otic cup, which closes to form the otic vesicle/otocyst. A subpopulation of
epithelial cells in the anteroventral lateral region of the otic cup and otic
vesicle delaminate and coalesce to form the eighth (vestibulocochlear) 
ganglion. The otic vesicle proper undergoes a series of elaborate morpho-
genetic changes to give rise to an intricate, mature inner ear.
Figure 2.2 illustrates the gross development of the mouse inner ear from
a late stage of otic vesicle formation through maturity, a period covering
the complete development of the vestibular apparatus (Morsli et al. 1998).
The vestibular component of the inner ear develops largely from the dorsal
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Figure 2.1. A schematic diagram summarizing the stages of inner ear development
from an otic placode to an otic vesicle. These stages span approximately 8.5–9.5dpc
(days postcoitium) in mice, and embryonic days 1.5–2.5 (Hamburger and Hamilton
stages 9–17) in chickens. Orientations: D, dorsal; M, medial. (Adapted from Wu and
Choo 2003.)
Figure 2.2. Lateral views of paint-filled membranous labyrinths of mice from 
11.5dpc to postnatal day 1. Specimens were fixed in paraformaldehyde, dehydrated
in ethanol, and cleared in methyl salicylate. The gross anatomy of the developing
inner ears was revealed by microinjecting a 0.1% white latex paint solution in
methyl salicylate to the lumen of the membranous labyrinths. Abbreviations: aa,
anterior ampulla; asc, anterior semicircular canal; cc, common crus; co, cochlea; dpc,
days postcoitium; ed, endolymphatic duct; es, endolymphatic sac; fp, fusion plate; hp,
horizontal canal plate; la, lateral ampulla; lsc, lateral semicircular canal; pa, poste-
rior ampulla; psc, posterior semicircular canal; s, saccule; u, utricle; vp; vertical canal
plate. Orientations: D, dorsal; A, anterior. Scale bar = 30mm.
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region of the otic vesicle, and it consists of the utricle, saccule, and three
semicircular canals (anterior, lateral, and posterior) and their associated
ampullae. At one end of each semicircular canal is an enlarged structure
known as the ampulla that contains a sensory organ, the crista ampullaris.
Together, the three cristae sense angular acceleration. Two additional
sensory organs, the maculae of the utricle and saccule, are located in their
respective chambers. The macula of the utricle detects gravity, and the
macula of the saccule detects linear acceleration. The total number of
vestibular sensory organs varies among different vertebrate species. For
example, there are seven vestibular sensory organs in the chicken (three
cristae, two maculae, the lagena, and macula neglecta) and only five major
ones in the mouse. The number varies even more among anamniotes
(Wersäll and Bagger-Sjöbäck 1974). However, the five vestibular sensory
organs in the mouse (three cristae and two maculae) are consistently found
among all species of amniotes, including humans.
The anterior and posterior semicircular canals develop from the vertical
canal plate, and the lateral semicircular canal develops from the horizontal
plate (vp, hp in Fig. 2.2). Over time, the opposing epithelia in the central
region of each presumptive canal merge to form a fusion plate (fp), which
is eventually resorbed, leaving behind a tube-shaped canal. In mice, this
process is completed by 13 days postcoitium (dpc). After the canals and
ampullae are formed, they continue to increase in size at least until birth.
During this same developmental period, the auditory component of the
inner ear, the cochlea, develops from the ventral portion of the otocyst and
assumes its characteristic coiled structure (Cantos et al. 2000). The devel-
opment of the chicken inner ear closely parallels that of the mouse except
that the cochlear duct in the chicken is a relatively straight tube rather than
a coiled structure (Bissonnette and Fekete 1996).
Although not generally considered part of the vestibular apparatus, the
endolymphatic duct is the first structure that forms on the medial side of
the otic vesicle. Fate mapping studies of the rim of the chicken otic cup using
lipophilic dye have shown that the endolymphatic duct derives from the
dorsal rim of the otic cup. Three lineage-restricted boundaries appear to
specify the position of the endolymphatic duct: anterior and posterior
boundaries at the dorsal pole of the otic cup that bisect the endolymphatic
duct into anterior and posterior halves, and a lateral boundary that defines
the lateral edge of the duct. It has been proposed that signaling across com-
partment boundaries may play a role in duct specification (Brigande et al.
2000a, 2000b). Thus, failure in the formation of these boundaries would
result in the absence or improper specification of the endolymphatic duct
and may have other deleterious effects on inner ear development. Consis-
tent with this hypothesis, malformed inner ears that lack an endolymphatic
duct are often associated with other abnormalities of the inner ear (see
below). As the endolymphatic duct and sac mature, they become essential
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for maintaining the fluid homeostasis of the endolymph that fills the mem-
branous labyrinth. Abnormal fluid homeostasis also leads to functional
deficits in vestibular and auditory systems (see below). Molecular mecha-
nisms regulating the proper development and function of the vestibular
apparatus involve signals that originate from several different tissues,
including the hindbrain, periotic mesenchyme, and otic epithelium itself. In
the following discussion, we address the roles played by each of these
tissues, beginning with the hindbrain.
3. Genes Expressed in the Hindbrain
Experimental manipulations have established a critical role of the hind-
brain in the development of the inner ear (for reviews, see Fritzsch et al.
1998;Torres and Giraldez 1998; Fekete 1999;Anagnostopoulos 2002). Based
on analyses of mutant and knockout mice, several genes expressed in the
hindbrain have been shown to be required for normal development of the
inner ear, including the vestibular system. HoxA1, HoxA2, Kreisler, and
Raldh2 are all expressed in the developing hindbrain. Loss of function of
these gene products affects the development of the hindbrain—in particu-
lar, rhombomeres 4, 5, and 6, regions that are closest to the developing inner
ear (for a review, see Kiernan et al. 2002). Inner ears of all of these mutant
mice often fail to form endolymphatic ducts and remain cystlike, suggest-
ing that rhombomeric regions 4 to 6 of the hindbrain, in particular rhom-
bomere 5, are required for the formation of vestibular and auditory
structures.
The expression of the Fibroblast growth factor 3 (Fgf3) in rhombomeres
5 and 6 is also thought to be important for inner ear development. In both
Kreisler and HoxA1 mutant mice, Fgf3 expression in the hindbrain is down-
regulated (Carpenter et al. 1993; Mark et al. 1993; McKay et al. 1996). This
down-regulation of Fgf3 expression has been proposed to contribute to the
Kreisler and HoxA1 phenotypes. This hypothesis is supported by the fact
that inner ears of Fgf3 knockout mice also lack endolymphatic ducts. Fur-
thermore, morphogeneses of the mutant inner ears are often incomplete,
and the spiral ganglia are reduced in size (Mansour et al. 1993; Mansour
1994; McKay et al. 1996). It is interesting that the knockout of one of the
FGF3 receptors, Fgfr-2 (IIIb), that is expressed in the otic epithelium results
in severe dysmorphogenesis of the inner ear, including the absence of the
endolymphatic duct and sac (Pirvola et al. 2000). Part of the phenotype
observed in Fgfr-2 (IIIb) knockout mice might be attributable to the 
inability of the otic epithelium to respond to FGF3 signals produced in the
hindbrain (Pirvola et al. 2000).
Analysis of the role of hindbrain-derived FGF3 in the development of
vestibular structures has been compounded by the observation that Fgf3 is
expressed not only in the hindbrain but also within the inner ear itself. Early
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in development, Fgf3 is expressed in the head ectoderm, including the otic
placode region. It is also expressed in the presumptive neurogenic region
of the otocyst as well as in individual sensory organs of the inner ear before
birth (Wilkinson et al. 1989; Mansour 1994; McKay et al. 1996; Pirvola et al.
2000). Whereas the endolymphatic duct phenotype is thought to be medi-
ated by hindbrain-derived FGF3, Fgf3 expression in the neurogenic region
is thought to be important for the proper formation of the spiral ganglion
that is reduced in the Fgf3 knockout mice (Mansour et al. 1993; Mansour
1994; McKay et al. 1996). Although Fgf3 is presumably expressed in the
sensory regions, no obvious sensory phenotypes were associated with the
Fgf3 knockout (Mansour et al. 1993; Mansour 1994). Because Fgf10 is
expressed in the sensory regions as well, there could be overlapping func-
tions among Fgfs in these regions (Pirvola et al. 2000).Therefore, in the case
of genes such as Fgf3 that have a dynamic spatial and temporal expression
pattern in the hindbrain as well as in the otic epithelium, it is important to
decipher its specific function in each expression domain.
A more recently identified dominant mouse mutant, Wheels, may also
serve as a model for studying effects of the hindbrain on inner ear devel-
opment (Alavizadeh et al. 2001). Wheels homozygotes are embryonic lethal
and have an abnormal hindbrain with an extended rhombomere 4 that
could affect inner ear development. Although the hindbrain segmentation
in heterozygotes appears normal, these mice have a truncated lateral canal
and small or absent posterior canal, suggesting that the otic epithelium itself
and/or tissues other than the hindbrain are involved. Identification of the
mutated gene and determination of its normal expression pattern will help
to discern the role of this gene in inner ear patterning.
All of the hindbrain genes that have been discussed thus far most likely
function to ensure correct positioning of the developing inner ear along the
anterior/posterior axis of the body. The hindbrain could also function to
specify the dorsal/ventral axis of the inner ear. Mutations in genes such as
(Sonic Hedgehog) (Shh), Pax3, and Lmx1 that are known to perturb the
dorsal/ventral patterning of the neural tube also affect inner ear develop-
ment. Because these genes may be expressed in both the inner ear and hind-
brain, it is often difficult to determine the relative contributions played by
signals produced by the hindbrain or inner ear. Nonetheless, due to the
severe inner ear phenotypes observed in mice with mutant alleles of these
neural tube specifying genes, it is clear that these genes are also essential
for proper inner ear development.
Inner ears of Shh knockout mice have no discernible ventral structures,
including the utricle, saccule, and cochlea. The delamination of neuroblasts
from the anteroventral region of the otic cup or otocyst is also affected in
these mutant ears. Even though it has been postulated that SHH released
from the ventral midline patterns the inner ear (Riccomagno et al. 2002),
the presence of low levels of Shh within the otic epithelium has been
reported (Liu et al. 2002). Although the source of SHH for patterning the
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inner ear remains an open question, it is clear that the otic epithelium
responds directly to SHH as indicated by the presence of Patched (recep-
tor for Shh) and Gli1 (a downstream target of Shh) mRNA transcripts
within the epithelium (Liu et al. 2002; Riccomagno et al. 2002).
Furthermore, two additional mouse models, Splotch and Dreher, have dis-
rupted neural tubes along the dorsal/ventral axis as well as malformed inner
ears. Splotch mutants have an open neural tube and inner ear defects that
include vestibular and auditory components (Deol 1966; Epstein et al. 1991;
Goulding et al. 1991; Rinkwitz et al. 2001). Consistent with the phenotype,
Pax3, which is mutated in Splotch, is expressed in the dorsal one-third of
the neural tube. A detailed study of Pax3 expression in the inner ear has
not been reported, although Pax3 does not appear to be expressed during
early stages of inner ear development (Goulding et al. 1991).
In Dreher, the roof plate of the neural tube fails to form, and defects in
the inner ear involve both vestibular and cochlear components (Deol 1983).
In addition, the endolymphatic duct and sac are greatly distended.The gene
responsible for this mutant is Lmx1a, a LIM homeodomain transcription
factor (Manzanares et al. 2000; Millonig et al. 2000).The expression of Lmx1
or Lmx1a has been described in both chickens and mice, respectively
(Giraldez 1998; Failli et al. 2002). This gene is expressed in the roof plate of
the neural tube as well as the dorsal and lateral regions of the otocyst. Its
expression domain in the otic placode is altered as a result of neural tube
ablation, suggesting that the otic expression of this gene, at least in the
chicken, is regulated by hindbrain signals (Giraldez 1998).
4. Genes Expressed in the Mesenchyme
In addition to signals produced by the hindbrain, the development of the
inner ear is also influenced by mesenchyme-derived signals. In fact, the
epithelium of the otic placode/otocyst and the surrounding periotic mes-
enchyme are thought to exert reciprocal influences on each other during
normal inner ear development. Results from explant cultures show that
morphogenesis of the inner ear does not proceed when the majority of the
periotic mesenchyme is removed (Van de Water et al. 1980). Similarly, chon-
drogenesis in vitro requires growth factors that are thought to be released
by the otic epithelia such as bone morphogenetic proteins (BMP), trans-
forming growth factor-b (TGF-b), and FGF2 (Frenz et al. 1992, 1994, 1996).
Recently, ectopic expression studies in the chicken using avian retroviruses
encoding dominant-negative or a constitutive active form of bone mor-
phogenetic protein receptor IB (BMPRIB) show that BMPs are indeed
important for otic chondrogenesis in vivo. BMPs for some regions of the
otic capsule, such as areas around the canals, are thought to emanate from
the otic epithelium (Chang et al. 2002).
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Analyses of genetically altered mice indicate that three transcription
factors, Prx1, Prx2, and Brn4, regulate genes important for mesenchy-
mal–epithelial signaling. Prx1 and Prx2 are paired-related homeobox genes.
Prx1 is expressed in the periotic mesenchyme, and Prx2 is expressed in the
otic epithelium as well as the periotic mesenchyme. A knockout of Prx1
results in a reduction in the size of the otic capsule, whereas a knockout of
Prx2 has no apparent phenotype in the inner ear (ten Berge et al. 1998).
Prx1 and Prx2 share redundant functions in other tissues. Therefore, it is
not surprising that the double knockout of both Prx1 and Prx2 results in a
more severe inner ear phenotype. In addition to the reduction in the size
of the otic capsule observed in the knockout of Prx1, in the double knock-
out, the lateral semicircular canal does not form, and there is a reduction
in the size of both the anterior and posterior canals (ten Berge et al. 1998).
These results suggest that the coexpression of Prx1 and Prx2 in the peri-
otic mesenchyme is important for mediating mesenchymal–epithelial sig-
naling in the vestibular apparatus.
Brn4 (Pou3f4), a transcription factor belonging to the POU-domain gene
family, is expressed in the periotic mesenchyme (Phippard et al. 1998).
Knockout mice of Brn4 are deaf, and vestibular phenotypes such as head
bobbing have been reported in one of the two knockout lines (Minowa et
al. 1999; Phippard et al. 1999). The primary cell type affected in the Brn4
knockout mice appears to be the fibrocytes of the spiral ligament that have
been postulated to be important in maintaining the endocochlear potential
(Minowa et al. 1999; Phippard et al. 1999). Interestingly, in one of the Brn4
knockout lines, patterning defects in the cochlea were reported (Phippard
et al. 1999). The number of cochlear turns in this mutant line is often
affected, and the anterior semicircular canal is constricted. The constriction
of the anterior semicircular canal is thought to be the cause of the vestibu-
lar deficits (Phippard et al. 1999). The reason for the phenotypic variation
observed between the two knockout lines is not clear because the gene-
targeted region and the genetic background of the mutant mice are similar.
However, sex-linked fidget (slf) mice have an inversion on the X chromo-
some that eliminates expression of Brn4 in the developing inner ear but not
the neural tube. These mice, like one of the Brn4 knockout lines, display
both cochlear and vestibular deficits (Phippard et al. 2000). These results
provide the first evidence that a gene, expressed primarily in the periotic
mesenchyme, mediates otic epithelial morphogenesis. Identifying possible
upstream signaling molecules and downstream targets for this transcrip-
tional factor, whether they are epithelium- or mesenchyme-derived, will be
important. It is interesting that, in the Shh mutants, both Brn4 and Tbx1 are
down-regulated in the otic mesenchyme (Riccomagno et al. 2002). The otic
capsule is reduced in Shh mutants, indicating that other molecular pathways
that mediate otic chondrogenesis are not perturbed by the loss of Shh.
However, the cochlear defects observed in Brn4 knockout mice suggest that
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Shh could mediate its effects on inner ear patterning through activating
Brn4 as well as Tbx1 in the mesenchyme.
5. Genes Expressed within the Otic Epithelium
It is not surprising that genes expressed in the otic epithelium itself are
important for the development of the vestibular apparatus (Table 2.1).
Some of these genes, when knocked out, result in a rudimentary inner 
ear with poorly developed vestibular as well as cochlear components. These
inner ears often lack endolymphatic ducts as well as the vestibular and
spiral ganglia. Fgfr-2 (IIIb), GATA-3, and Eyes absent (Eya1) are good
examples of genes in this category (Xu et al. 1999; Pirvola et al. 2000;
Karis et al. 2001). All three genes are activated early in development 
and are broadly expressed in the inner ear, particularly during the otic 
cup and otocyst stages (Xu et al. 1997; Pirvola et al. 2000; Karis et al. 2001).
As described above, the severe phenotype of the Fgfr-2 (IIIb) knockout
could be a result of its inability to respond to growth factor signals 
produced by the hindbrain as well as by sensory regions of the otic 
epithelium.
GATA-3 is a member of a zinc-finger transcription factor family that 
recognizes a specific GATA consensus sequence in promoter regions.
Genes in this family are important for differentiation of multiple tissues
during embryogenesis, including the brain and hematopoietic system
(Simon 1995). In the otocyst, GATA-3 is broadly expressed within the otic
epithelium, and, as differentiation progresses, GATA-3 is expressed in all of
the vestibular sensory organs except the saccule. The vestibular ganglion is
also devoid of GATA-3 expression (Karis et al. 2001). Within the auditory
structures of the inner ear, both the cochlear duct and spiral ganglion are
positive for GATA-3. Interestingly, the repression of GATA-3 expression is
correlated spatially and temporally with hair cell differentiation, which pro-
ceeds in a gradient from the base to the apical region of the cochlea (Rivolta
and Holley 1998). GATA-3 null mutants die between 11 and 12dpc and have
rudimentary inner ears (Karis et al. 2001). Correlating phenotypes with
expression domains will be a challenge for this gene because GATA-3 is
expressed not only in the inner ear but also in the hindbrain and periotic
mesenchyme (Nardelli et al. 1999).
Eya-1 is a homolog of the Drosophila eyes absent gene. In the Drosophila
eye imaginal disk, eya functions as a transcription coactivator that interacts
with other transcription factors but does not bind DNA directly (Chen et
al. 1997; Pignoni et al. 1997). Mutations in this gene in humans cause bran-
chiootorenal syndrome, which is associated with defects in the kidney as
well as the external, middle, and inner ear (Abdelhak et al. 1997). Expres-
sion of Eya-1 in the inner ear is extensive at the otocyst stage, and Eya-1
null mutants have rudimentary inner ears that lack the eighth ganglion (Xu
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et al. 1999). A hypomorphic allele of Eya-1 has also been identified. In this
case, the vestibular portion of the inner ear appears intact but the cochlear
duct is truncated, suggesting that Eya-1 is particularly essential for cochlear
development (Johnson et al. 1999).
Because knockouts of genes such as Fgfr-2 (IIIb), GATA-3, and Eya-1
have such deleterious effects on inner ear development in general, it is often
difficult to discern their specific effects on individual inner ear components.
On the other hand, knockouts of transcription factor genes such as Otx1,
Hmx2 and Hmx3 (Nkx5.2 and Nkx5.1), and Dlx5 affect the development
of specific components of the inner ear (Hadrys et al. 1998;Wang et al. 1998;
Acampora et al. 1999b; Depew et al. 1999). More detailed descriptions of
the functions of these and other genes in the development of individual
vestibular components are given below.
5.1. Development of the Sensory Organs
The origin and the lineage relationships among the vestibular sensory
organs within the inner ear are not known. However, early in inner ear
development, prior to any discernible histological differentiation, the pre-
sumptive cristae of the semicircular canals can be molecularly distinguished
from the presumptive maculae of the utricle and saccule. Based on the dif-
ferent morphologies of the cristae and maculae at maturity, it is not sur-
prising that multiple genes are differentially expressed in these sensory
organs during the course of their development. Therefore, it is important to
identify those essential for the specification and differentiation of each type
of sensory organ.
Thus far, genes that are expressed in the sensory tissues can be divided
into two groups: those that do and do not act in the Notch-signaling
pathway (Fig. 2.3). The Notch signaling pathway is used in a variety of
tissues to generate cell type diversity during development (for reviews, see
Artavanis-Tsakonas and Simpson 1991; Artavanis-Tsakonas et al. 1999).
Originally delineated by studies of neurogenesis in invertebrate systems,
the Notch signaling pathway relies on local cell interactions to control the
differential specification of otherwise equivalent cells. For example, in the
case of invertebrate neurogenesis, Notch signaling mediates the decision of
whether ectodermal cells become neuroblasts or epidermal cells. Several
molecules acting in the Notch pathway have been identified and include the
Notch receptors and several membrane-associated Notch ligands such as
Delta and Serrate. During fruit fly (Drosophila) central nervous system
development, clusters of neural precursor cells develop within the ectoder-
mal epithelium via the expression of proneural genes, encoded by the
achaete-scute complex. Then, one cell from each cluster will become com-
mitted to the neural fate, and others will cease to express achaete-scute
genes and switch to the epidermal fate. This process is mediated by the
Notch pathway. Notch ligands displayed on the committed neural cell acti-
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vate Notch receptors in its neighboring cells and thus activate an alternate
developmental pathway, an epidermal fate in this case.
The development of the sensory patches in the vertebrate inner ear has
been compared with that of the mechanoreceptor organs in fruit flies
(Drosophila) (Adam et al. 1998; Eddison et al. 2000; Fritzsch et al. 2000;
Caldwell and Eberl 2002). Based on expression studies of Notch signaling
molecules, it has been proposed that the expression of Notch ligands, Delta
and Jagged/Serrate, on the surface of presumptive sensory hair cells acti-
vated Notch receptors present on neighboring cells (Adam et al. 1998;
Lewis et al. 1998). This activation of Notch receptors in the neighboring
cells induced them to develop into supporting cells. Consistent with this
model, mutation of genes in the Notch signaling pathway usually results in
changes in the number of hair cells and presumably supporting cells in the
sensory organs. For example, knockout of a Notch ligand, Jagged2, results
in an increase in the number of inner and outer hair cells in the cochlea
(Lanford et al. 1999). In the zebrafish (Brachydanio rerio) mind bomb
mutant, in which the Delta–Notch signaling pathway is thought to be
affected, the inner ear contains only hair cells and no supporting cells
24 W. Chang et al.
Figure 2.3. A schematic diagram outlining genes expressed in different stages of
the crista and macula development. For simplification, sensory organ development
is divided into three stages corresponding to 9.5–11, 12–14, and 15–18dpc in mice.
Readers should refer to cited references for specific timing of individual gene 
activation. (+) represents initiation of gene expression in the indicated prospective
sensory organ before others. (#) represents expression only in the lateral crista and
not the anterior or posterior cristae. (*) represents expression data from chickens.
Hes1 is expressed in supporting cells of the rat utricle at 17.5dpc, and it is not clear
whether it is expressed in other vestibular sensory tissues as well. In mice, Bmp4 is
only expressed in supporting cells of cristae and not in maculae.
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(Haddon et al. 1998). In addition, treatment of rat cochlear cultures with
antisense oligonucleotides of Jagged1 and Notch1 result in supernumerary
hair cells (Zine et al. 2000).
5.1.1. Development of the Crista Ampullaris
5.1.1.1 Notch Signaling Pathway
In the mouse, both Notch1 and Serrate1/Jagged1 are expressed in all pre-
sumptive sensory organs of the inner ear. During later stages of develop-
ment, the expression domains of both of these genes are restricted to
nonsensory cells within each sensory patch (Lewis et al. 1998; Morrison et
al. 1999; Shailam et al. 1999). Recent data suggest that the function of the
Notch signaling pathway is not restricted to hair cell/supporting cell deter-
mination in the inner ear but is also required for the patterning of the
ampulla and canal. Two mouse mutants, Headturner and Slalom, with mis-
sense mutations in the Notch ligand, Jagged1, have recently been charac-
terized. Homozygotes of both mutants die at early embryonic stages due to
vasculature defects, and heterozygotes have an aberrant number of hair
cells in the cochlea (Kiernan et al. 2001;Tsai et al. 2001). Interestingly, Head-
turner and Slalom are missing one or both of the anterior and posterior
ampullae. The ampulla phenotype is accompanied by truncation of its cor-
responding canal. Despite the phenotype in the anterior and posterior
canals, the lateral canal and ampulla appear to be intact in these mutants.
It is not clear why the anterior and posterior ampullae are preferentially
affected because Jagged1 is expressed in all prospective sensory organs
(Morrison et al. 1999). Coincidentally, in the chicken, Jagged1/Serrate1 is
expressed in the presumptive anterior and posterior cristae earlier than in
other sensory organs (Myat et al. 1996; Cole et al. 2000). Therefore, if the
expression pattern of Jagged1 in mice is similar to that of the chicken, the
patterning phenotype observed in Slalom and Headturner might be due 
to the requirement of Jagged1 function prior to hair cell/supporting cell
determination.
Some genes in the Notch signaling pathway, such as Jagged2 and Hes5,
however, are activated slightly later during sensory organ development and
are correlated with the period of hair cell and supporting cell commitment
(Fig. 2.3). Jagged2 is expressed in presumptive hair cells of each sensory
patch (Lanford et al. 1999; Shailam et al. 1999). Hes5, a basic-helix-loop-
helix (bHLH) transcription factor, is a homolog of the Drosophila hairy and
enhancer-of-split. It is one of the downstream genes activated by Notch.
Hes5 is preferentially expressed in the presumptive cristae at 12.5dpc and
is later expressed in supporting cells of the cristae and striolar region of the
utricle (Shailam et al. 1999; Zheng et al. 2000). In other systems, members
of the bHLH family of transcription factors have been shown to be both
upstream mediators and downstream targets of the Notch signaling
pathway (for a review, see Anderson and Jan 1997). In addition to 
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Hes5, other examples of downstream targets of the Notch signaling pathway
that are expressed in the inner ear include Hes1, Hes6, Hey1, and Hey2
(Leimeister et al. 1999; Pissarra et al. 2000; Zheng et al. 2000). Detailed
expression studies and the consequences of loss of some of these encoded
proteins during inner ear development have not been reported. However,
Math1, a bHLH transcription factor, might be an upstream mediator of the
Notch pathway in the inner ear. Math1 is a homolog of the fruit fly
(Drosophila) proneural gene atonal, which is important for the formation
of chordotonal organs (mechanoreceptor organ) in flies. In mice, Math1
-/- inner ears have no sensory hair cells even though the gross anatomy of
the sensory organs appears normal (Bermingham et al. 1999). In addition,
ectopic expression of Math1 in rat cochlear cultures resulted in an ectopic
appearance of sensory hair cells in nonsensory regions (Zheng and Gao
2000). The onset of Math1 expression in individual sensory organs appears
to precede that of Jagged2, consistent with its postulated role as a proneural
gene (Shailam et al. 1999; Liu et al. 2000). However, more recent studies
suggest that Math1 functions in hair cell determination rather than specifi-
cation of the sensory primordium (Chen et al. 2002). The important role of
Math1 in sensory development will undoubtedly be revealed with further
experiments.
NeuroD belongs to a subfamily of bHLH proteins that are widely
expressed in the nervous system of vertebrates and are potent neuronal dif-
ferentiation factors (Lee et al. 1995). NeuroD is expressed in the presump-
tive cristae, but the cristae of NeuroD knockout mice appeared normal,
even though the number of sensory hair cells in the cochlea is aberrant 
(Liu et al. 2000; Kim et al. 2001). In addition, NeuroD is important for the
development of the eighth ganglion (see below).
5.1.1.2. Non-Notch Pathway
Examples of genes that are expressed in the presumptive cristae but are
not components of the Notch-signaling pathway include Bmp4 and Msx1
(Fig. 2.3). Bmp4 belongs to the TGF-b gene family and plays an important
role in the development of multiple tissues (for a review, see Hogan 1996).
In the mouse inner ear, Bmp4 is expressed at the rim of the invaginating
otic cup (Morsli et al. 1998).After the otic cup closes to form the otic vesicle,
Bmp4 expression is restricted to two domains, an anterior streak and a pos-
terior focus (as, pf in Fig. 2.4A,B; Morsli et al. 1998). The posterior focus
corresponds to the position of the future posterior crista. The posterior
expression domain later splits to form the dorsal posterior crista and a
ventral streak that corresponds to Hensen’s and Claudius’ regions of the
cochlea in mice (pc and lco in Fig. 2.5A). The anterior streak also splits to
form the anterior and lateral cristae at a later time of development (Figs.
2.4A, 2.5A; Morsli et al. 1998). The early expression of Bmp4 in the otic cup
and otocyst stages is conserved in the chicken, frog, and zebrafish, but the
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role of Bmp4 in formation of the crista or other parts of the inner ear is not
clear because Bmp4 null mice die before sufficient inner ear development
(Hemmati-Brivanlou and Thomsen 1995; Mowbray et al. 2001; Wu and Oh
1996). However, some Bmp4 heterozygotes have a malformed lateral canal,
indicating that BMP4 is essential for proper inner ear development (Teng
et al. 2000). Because the receptors for Bmp4 are ubiquitously expressed in
the otic epithelium and adjacent mesenchyme, Bmp4 could function both
autonomously within the presumptive cristae and through effects on the
adjacent nonsensory otic epithelium and periotic mesenchyme (Dewulf 
et al. 1995).
In the chicken, the early expression of Brain-derived nerve growth factor
(Bdnf) has an expression pattern similar to that of Bmp4 (Hallbook et al.
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Figure 2.4. A three-dimensional reconstruction of Bmp4 and L-fng expressions in
the mouse inner ear at 10.5dpc. The lateral (A) and medial (B) views of the right
inner ear are shown. The emerging endolymphatic duct on the medial side at this
stage is not drawn. Bmp4 positive regions are displayed in light gray and the L-fng
positive area in dark gray. Alternate 12 mm serial sections were probed for Bmp4 or
L-fng mRNA and reconstructed using ROSS software (Biocomputation Center,
Ames Research Center, NASA). Data for the reconstruction were obtained from
Morsli et al. (1998). The anterior streak (as) of the Bmp4 hybridization signal later
splits to form the anterior and lateral cristae (see Fig. 2.5A). The posterior focus
(pf) encompasses the presumptive posterior crista. L-fng is broadly expressed at this
stage with an expression domain that spans from the anterolateral region to the 
ventromedial region of the otocyst. L-fng and Bmp4 expression domains are largely
nonoverlapping. Orientation: D, dorsal; A, anterior; P, posterior. Scale bar = 30mm.
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1993). In mice, the early Bdnf expression pattern is also thought to overlap
with that of Bmp4 (Fritzsch et al. 1999). BDNF is required for proper inner-
vation of the cristae by the vestibular ganglion (Fritzsch et al. 1999). Later
in development, Bdnf is also expressed in the maculae.
Msx1 and Msx2 are orthologs of the Drosophila msh (muscle segment
homeobox) gene and are important for mediating epithelial–mesenchymal
interactions in several tissues during embryogenesis (Satokata and Maas
1994; Chen et al. 1996). The role of Msx1 in crista formation is not clear,
but it is expressed in the presumptive cristae and not the maculae (Dewulf
et al. 1995; Wu and Oh 1996; Alavizadeh et al. 2001). Msx1 knockout mice
have no apparent phenotype in the inner ear (Satokata and Maas 1994).
However, Msx1 may share redundant functions with Msx2. Inner ear analy-
ses of mice with double knockouts of Msx1 and Msx2 have not been
reported.
Fgf10 is expressed in the vestibulocochlear ganglion as well as each of
the prospective sensory organs (Pirvola et al. 2000). Knockout of Fgf10
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Figure 2.5. A three-dimensional reconstruction of Bmp4 and L-fng expression
domains in the mouse inner ear at 12 (A) and 13 (B) dpc. Bmp4-positive areas are
in light gray, and L-fng-positive areas are spotted. The arrow in A is pointing to
black stripes that represent a region of Bmp4 and L-fng coexpression in the distal
tip of the growing cochlea. The insert in A is a 12dpc paint-filled inner ear shown
in a view similar to the reconstructed image. By 13dpc (B), the cristae are positive
for both Bmp4 and L-fng, highlighted in light and dark gray stripes. Data analysis
and three-dimensional reconstructions were carried out as described in the legend
to Figure 2.4. Abbreviations: ac, anterior crista; asc, anterior semicircular canal; cc,
common crus; csr, cochlear sensory region; ed, endolymphatic duct; lc, lateral crista;
lco, lateral cochlear hybridization signal; lsc, lateral semicircular canal; mco, medial
cochlear hybridization signal; ms, macula sacculi; mu, macula utriculi; pc, posterior
crista; psc, posterior semicircular canal. Orientation:A, anterior; D, dorsal; L, lateral.
Scale bar = 100mm. (Adapted from Morsli et al. 1998.)
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results in absence of all three semicircular canals and the posterior crista.
The anterior crista is malformed and misaligned relative to the utricle
(Pauley et al. 2003).
5.1.1.3. Genes Expressed in Specific Cristae
The anterior and posterior cristae are anatomically indistinguishable from
each other except for their positions within the inner ear, whereas the
lateral crista is different in appearance and resembles half of an anterior or
posterior crista (Landolt et al. 1975). Furthermore, the lateral canal and
ampulla are the last among the three canals and ampullae to have arisen
during vertebrate evolution and are absent in Agnatha (jawless vertebrates;
for a review, see Wersäll and Bagger-Sjöbäck 1974). So far, no genes have
been demonstrated to be exclusively expressed in either anterior or poste-
rior cristae even though some genetic mutations differentially affect the two
cristae (see below).
On the other hand, Otx1 is expressed in the presumptive lateral crista
and canal but not in the anterior or posterior cristae or their canals (Morsli
et al. 1999). Otx1 and Otx2 are both vertebrate orthologs of Drosophila
orthodenticle, which is important for sense organ and head development
(Acampora et al. 1995; Hirth et al. 1995; Royet and Finkelstein 1995;
Acampora et al. 1996; Ang et al. 1996). In Otx1 knockout mice, the lateral
crista and canal fail to develop (Acampora et al. 1996; Morsli et al.
1999). However, Bmp4 expression in the Otx1 mutant inner ears is normal
at the early otic vesicle stage, suggesting that the specification of the lateral
crista may be normal initially and that Otx1 may be important for the sub-
sequent differentiation of the sensory organ (Morsli et al. 1999). More
recently, an ectopic sensory patch located on the medial side of the mutant
inner ear by the endolymphatic duct was reported in Otx1 mutant inner
ears (Fritzsch et al. 2001). It is not clear whether this sensory patch is a 
mispositioned lateral crista or the result of an aberrant segregation of
sensory patches. Nevertheless, the function of Otx1 in lateral canal and
ampulla formation is indispensable and not compensated by replacing a
human Otx2 cDNA in the disrupted Otx1 locus despite the sequence
homology between the two genes and the ability of human Otx2 to rescue
the brain phenotype observed in Otx1 mutant mice (Acampora et al. 1999a;
Morsli et al. 1999).
5.1.2. Development of the Maculae
5.1.2.1. Notch Signaling Pathway
The positions of the two presumptive maculae are marked by the expres-
sion of Lunatic fringe (L-fng). L-fng is an ortholog of the Drosophila fringe
gene that acts in the Notch signaling pathway to establish boundaries during
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the development of both flies and vertebrates (Laufer et al. 1997; Panin et
al. 1997; Evrard et al. 1998; Papayannopoulos et al. 1998; Zhang and Gridley
1998). Recent data show that Fringe mediates its effect by forming com-
plexes with Notch receptors and modulating their ligand preferences (Hicks
et al. 2000; Ju et al. 2000). In the inner ear, L-fng is expressed in an antero-
lateral domain of the otic cup that later expands medially (Morsli et al. 1998;
Fig. 2.4A,B). The L-fng positive domain encompasses three presumptive
sensory organs: the maculae of the utricle and saccule and the sensory tissue
of the cochlea. In addition, based on its location, the lateral region of the
L-fng positive area most likely encompasses the cells that are delaminating
at this stage to form the eighth cranial ganglion even though L-fng tran-
scripts were not detected in the migrating neuroblasts (Morsli et al. 1998).
Note that the L-fng expression domain is ventral to and largely nonover-
lapping with the Bmp4 positive region. By 12dpc, the L-fng expression
domain splits into a dorsal and a ventral region. The dorsal region is des-
tined to become the macula of the utricle (mu, Fig. 2.5A).The ventral region
(mco in Fig. 2.5A) encompasses the future macula of the saccule and the
cochlear sensory region, which are distinguishable from each other by 13
dpc (ms and csr, Fig. 2.5B). By 13dpc, the three cristae also coexpress Bmp4
and L-fng (dark and light gray stripes, Fig. 2.5B). Given the role of L-fng
in the Notch signaling pathway and its role in boundary formation in other
tissues, it was suggested that this gene might play a role in hair cell and sup-
porting cell determination as well as in the positioning of sensory organs
within the inner ear (Morsli et al. 1998). So far, there is no obvious gross
anatomical defect in L-fng knockout mice, suggesting that L-fng is not
essential for positioning of sensory organs (Zhang et al. 2000; Johnson and
Wu, unpublished results). However, lack of L-fng suppresses the increase
in the number of inner hair cells in Jagged2 knockout mice but has no effect
on the increase in the number of outer hair cells (Zhang et al. 2000). These
results, although not straightforward to interpret, suggest that L-fng plays
a role in modulating the ligand preference for Notch similar to its role in
other systems.
Math1 and NeuroD are also expressed in the presumptive maculae, and
loss of Math1 results in the absence of macular sensory hair cells, similar to
the phenotype observed in the cristae (see above). In addition, ectopic
expression of Math1 in rat utricule cultures induces the conversion of sup-
porting cells into hair cells (Zheng and Gao 2000). Two downstream targets
of Notch are expressed in supporting cells of the macula of the utricle, Hes1
and Hes5 (Zheng et al. 2000). Knockout of Hes1 leads to the formation 
of supernumerary hair cells in the utricle. It is not clear whether Hes1 is
expressed in the cristae as well (Zheng et al. 2000). Neurogenin1 (Ngn),
another bHLH transcription factor, when knocked out affects the devel-
opment of the utricle, saccule, cochlea, and formation of the eighth ganglion
(Ma et al. 2000, see below). However, the expression of this gene in prospec-
tive sensory organs has not been reported.
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5.1.2.2. Non-Notch Pathway
Comparing published results, the L-fng positive domain at the otocyst stage
appears to be also positive for Neurotrophin3 (NT-3), and later on NT-3 is
expressed in the presumptive maculae and cochlea (Fritzsch et al. 1999). In
addition to NT-3, Bdnf is also expressed in the presumptive maculae. Both
NT-3 and BDNF are required for the survival of sensory ganglia neurons
that innervate the two maculae. Given the anatomical differences between
the maculae and cristae, it is surprising that, besides NT-3, no other genes
have been reported to be differentially expressed in the maculae and not
the cristae. Even otoconin-95, a major component of the otoconia, is not
restricted to the utricle and saccule but rather broadly expressed in the non-
sensory regions of the inner ear (Verpy et al. 1999). However, several genes,
although not exclusively expressed in the utricle or saccule, such as Otx1,
Otx2, Hmx2 and Hmx3, and Ngn1, when knocked out resulted in an incom-
plete separation of the utricle and saccule that often affected the develop-
ment of the two maculae (Wang et al. 1998; Cantos et al. 2000; Ma et al.
2000). Furthermore, even though Otx2 null mutants die too early, before
sufficient inner ear development, analysis of mutant mice with Otx1 cDNA
inserted into the disrupted Otx2 locus suggests that the role of Otx2 in the
development of the saccule and cochlea is not compensated by Otx1
(Cantos et al. 2000).
5.1.3. Summary
For simplification, the discussion in the section above was organized into
genes that do and do not act in the Notch signaling pathway. However, it is
important to note that there may be substantial interplay among the path-
ways. For example, genes in the Non-Notch category could interact with
proneural genes upstream of Notch as well as interact with genes within the
Notch signaling pathway.Although such interactions have not been demon-
strated during sensory organ formation in the inner ear, in the fruit fly
(Drosophila), a wingless signaling pathway component, Dishevelled, has
been shown to bind the carboxy-terminal of the Notch receptor and block
Notch signaling (Axelrod et al. 1996).
Multiple lines of research indicate that the Notch signaling pathway in
inner ear development is more complicated than the simple paradigm 
presented at the beginning of this section. Although Notch appears to be
ubiquitously expressed in the developing inner ear, the ligands for Notch
are not. For example, in the chicken otic cup, Jagged1 expression is con-
centrated in the medial-posterior region, whereas Deltal is expressed in the
anterior, neurogenic region, suggesting that these ligands have different
functions (Myat et al. 1996; Adam et al. 1998). However, in later stages of
inner ear development, Notch ligands and their modulator, L-fng, tend to
be coexpressed in the prosensory domains. The temporal sequence of how
different Notch ligands interact to achieve cell type diversity is not clear.
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Experiments designed to block the Notch signaling pathway in the devel-
oping chicken inner ears show that Jagged1 expression was down-regulated
in the sensory regions rather than up-regulated as the conventional model
might have predicted (Haddon et al. 1998; Eddison et al. 2000). This result
suggests that not all Notch ligands respond in a similar manner to changes
in Notch signaling. The complex phenotypes observed in Headturner,
Slalom, and Jagged2 and L-fng double knockouts also lend support to the
complexity of the Notch signaling pathway in inner ear development. Fur-
thermore, there are other existing vertebrate, Notch ligands and receptors
whose expression patterns and possible functions in the inner ear have not
been explored.
Besides the sensory patches, both Jagged1 and Delta1 have restricted 
patterns of expression in a subpopulation of cells within the endolymphatic
sac (Morrison et al. 1999). Thus, most likely, the Notch signaling pathway
also plays a role in cell type determination in the endolymphatic sac.
5.2. Development of the Eighth Cranial Ganglion
No vestibular sensory organs can function properly without appropriate
innervations from the sensory ganglion. Based on analyses of knockout
mice, the development of the eighth ganglion (vestibulocochlear ganglion)
can also be divided into several phases (for a review, see Fritzsch et al. 1999).
First, cells in the anteroventral lateral region of the otic cup or otocyst
delaminate from the otic epithelium. Then, these neuroblasts migrate away
and undergo further proliferation before coalescing to form a ganglion that
later divides to form the vestibular and spiral ganglia (Carney and Couve
1989). The Notch signaling pathway is important for the neuroblast deter-
mination, as indicated by the expression of Delta1, Jagged1, and L-fng in
the neurogenic domain of the otic cup and otocyst (Adam et al. 1998; Lewis
et al. 1998; Morsli et al. 1998). In addition, the number of vestibulocochlear
neurons is increased in the zebrafish (B.rerio) mind bomb mutant in which
the Notch signaling pathway is postulated to be affected (Haddon et al.
1998). Based on gene expression patterns, the neurogenic region appears to
overlap with some prospective sensory domains; however, whether neuro-
blasts share a common lineage with hair cells and supporting cells within
these domains remains to be determined (for a review, see Fekete and Wu
2002).
Two HLH transcription factors, Ngn1 and NeuroD, have been shown to
be important for the early phases of ganglion development (Liu et al. 2000;
Ma et al. 2000; Kim et al. 2001). NeuroD knockout mice show defects in
neuroblast delamination from the otic epithelium and subsequent neuronal
differentiation (Liu et al. 2000).As a result, sensory organs are poorly inner-
vated in NeuroD mutants. In Ngn1 knockout mice, inner ear sensory
neurons are completely absent (Ma et al. 2000). Presumably, Ngn1 is acting
upstream of NeuroD and functions in a pathway similar to NeuroD in the
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development of sensory neurons (Ma et al. 1998). Gene expression analy-
ses of Shh knockout mice as well as a transgenic line that ectopically
expresses Shh in the otic vesicle (ShhP1) suggest that Shh may act upstream
of Ngn1 (Riccomagno et al. 2002). In Shh knockout mice, Ngn1 and NeuroD
are down-regulated and the cochleovestibular ganglia are greatly reduced
in size. In contrast, both Ngn1 and NeuroD are up-regulated in ShhP1 mice,
which have enlarged ganglia.
Brn3.a/Brn3.0, a POU-domain transcription factor, is expressed in the
neuroblasts shortly after they delaminate from the otic epithelium. Loss of
Brn3.a affects the differentiation of the sensory neurons, expression of
downstream genes such as TrkB and TrkC, normal projections, and target
innervations (Huang et al. 2001). The expressions of the neurotrophin
receptors TrkA, TrkB, and TrkC in the differentiating neurons mark a later
phase of ganglionic development. The survival of these neurons becomes
dependent on neurotrophins such as BDNF and NT-3 synthesized in the
differentiating sensory tissues (Fritzsch et al. 1999). Knockout of Bdnf or
its high-affinity receptor, TrkB, results in no innervation of the three cristae
and poor innervation of the two maculae (Fritzsch et al. 1995; Schimmang
et al. 1995; Bianchi et al. 1996). Despite the fact that NT-3 is expressed in
the maculae, knockout of NT-3 or its receptor, TrkC, results in only a limited
loss of saccular and utricular innervations (Fritzsch et al. 1995; Fritzsch et
al. 1997). In contrast to the ganglion cell dependency on sensory tissues for
neuronal survival, the development, differentiation, and survival of sensory
hair cells appear independent of afferent and efferent innervations
(Fritzsch et al. 1997; Silos-Santiago et al. 1997; Liu et al. 2000; Kim et al.
2001).
5.3. Development of the Semicircular Canals
Semicircular canal development can be divided into four phases: outgrowth
and patterning of the epithelial outpocket, fusion plate formation, resorp-
tion, and continued growth of the canal after its formation. The patterning
process is most evident by examining the formation of the prospective pos-
terior canal in a series of frontal views of paint-filled chicken inner ears
(Fig. 2.6). In chickens, as in mice, the anterior and posterior canals arise
from the same vertical outpouch initially, and between embryonic day 4.5
(E4.5) and 5.5, the presumptive posterior canal forms at approximately a
right angle to the presumptive anterior canal, possibly via differential
growth (Fig. 2.6). By E5.5, the alignment of the anterior and posterior canals
is established, but the resorption process for the posterior canal is just
beginning and is quite evident by E6. In the chicken, programmed cell death
seems to be the main mechanism for the resorption process (Fekete et al.
1997). Ectopic expression of Bcl2 that inhibits normal programmed cell
death in the chicken resulted in the blockage of canal fusion (Fekete et al.
1997). However, in mice, retraction of cells to the inner margin of the future
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canal has been proposed to be the main mechanism for the elimination of
cells from the center of the canal pouch. Surrounding periotic mesenchyme
has also been proposed to be a driving force in the formation of the fusion
plate (Salminen et al. 2000; see below).
Thus far, previously identified genes expressed during semicircular canal
formation can be roughly divided into two groups: those expressed in the
early canal outpocket stage and those expressed slightly later in develop-
ment (Fig. 2.7). The first group of genes are transcription factors, such as
Hmx2, Hmx3, and Dlx5, that are activated early at the otic placode stage
or shortly after placode formation.These genes are expressed in the epithe-
lium of the canal outpockets and later primarily in the semicircular canals
and ampullae. Knockouts of these genes affect the normal development of
ampullae and canals (Hadrys et al. 1998; Wang et al. 1998; Acampora et al.
1999b; Depew et al. 1999). Hmx2 and Hmx3 are members of a homeobox-
containing family of transcription factors that are distinct from Hox and
other homeobox-containing genes. Similar to Hox genes, Hmx are evolu-
tionarily conserved from fruit flies (Drosophila) to humans. There are three
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Figure 2.6. A series of frontal views of right membranous labyrinths of the chicken
from E4.5 to E6. Various steps in the process of posterior canal formation, includ-
ing outgrowth of the epithelial outpocket (E4.5 to E5), fusion plate formation
(E5.5), and resorption (E5.5 to E6), are shown. Arrows point to the developing pos-
terior canal. Abbreviations: ed, endolymphatic duct; cd, cochlear duct. Orientations:
D, dorsal; M, medial. Scale bar = 30mm.
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members in the mammalian genome: Hmx1, Hmx2, and Hmx3. Both Hmx2
and Hmx3 are expressed in the developing mouse inner ear, with Hmx3
having a slightly earlier onset of expression than Hmx2 starting at the 
otic placode stage (Rinkwitz-Brandt et al. 1995, 1996; Wang et al. 2001).
Targeted deletions of Hmx3 have been reported by two independent 
laboratories. Bober’s group reported a reduction in the size of the anterior
canal, missing posterior and lateral canals, and the absence of a lateral 
crista in their Nkx5.1/Hmx3 knockout mice (Hadrys et al. 1998). Lufkin’s
group observed a much milder canal phenotype in their Hmx3 mutants:
only the lateral crista and ampulla were missing. In addition, the two
maculae were fused (Wang et al. 1998). However, they reported a much
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Figure 2.7. A schematic diagram summarizing genes expressed during develop-
ment of the semicircular canals. The lower panel is a cross-sectional view of the
upper panel.An enlarged cross-sectional view of a canal is shown on the lower right.
Genes such as Dlx5 and Hmx3 are expressed in the canal outpocket, whereas Netrin
1 and Nor-1 are expressed in the central region of the outpocket that is destined to
form the fusion plate. Once the canals are formed, Netrin 1 and Nor-1 are expressed
in the inner margin of the canals, and other genes such as Hmx3 are broadly
expressed in the canal epithelia. Asterisks represent gene expression patterns
reported in the chicken. Refer to the legend of Figure 2.2 for abbreviations and 
orientations.
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more severe inner ear phenotype for the Hmx2 knockout: loss of all three
canals and their associated cristae, as well as a fused utriculosaccular
chamber (Wang et al. 2001). In fact, the phenotypes of the Hmx2 knockout
closely resembled the phenotypes observed in the Hmx3 knockout mice
generated in the Bober laboratory. A negative effect of the inserted Hmx3-
Pkneo allele on the closely linked Hmx2 gene in Bober’s Hmx3 knockout
line was put forth as a plausible explanation for these paradoxical results
(Wang et al. 2001). Nevertheless, these combined results suggest that 
Hmx2 and Hmx3 both have unique and overlapping functions in vestibu-
lar development.
Dlx5 belongs to a family of homeobox-containing genes that is related to
the Distal-less (Dll) gene of the fruit fly (Drosophila). In Drosophila, Dll is
required for correct development of the distal portion of the legs, anten-
nae, and mouth parts (Cohen et al. 1989; O’Hara et al. 1993). In mice, there
are at least six Dlx genes, four of which are expressed in the developing
inner ear (Robinson and Mahon 1994; Simeone et al. 1994; Acampora et al.
1999b; Depew et al. 1999). So far, only a knockout of Dlx5 has been reported
to result in malformations of the inner ear, including a smaller lateral canal
and missing anterior and posterior canals (Acampora et al. 1999b; Depew
et al. 1999). The three cristae are malformed, and the two maculae are also
reduced in size (Merlo et al. 2002).
In addition to transcription factors, Fidgetin, a chaperone protein that is
a member of the AAA (ATPase associated with different cellular activi-
ties) family of proteins, was also identified to be important for proper canal
formation. AAA proteins are a group of ATPases that share common
sequence features in addition to an ATP-binding motif. These proteins 
participate in a variety of cellular functions such as cell-cycle regulation,
proteolysis, and membrane fusion (Patel and Latterich 1998). Using a 
positional cloning approach, Fidgetin was identified as the gene causing the
inner ear and retinal phenotypes in the spontaneous mouse mutant fidget
(Cox et al. 2000). In the inner ear, Fidgetin is expressed in the canal out-
pocket and the cochlear duct (Cox et al. 2000). Fidget mice are missing the
lateral canal and crista and have malformed anterior and posterior canals
(Truslove 1956). The function of Fidgetin in mediating canal development
remains unclear. It has a unique N-terminal domain compared with other
members of its family and, unlike other members of the family, is not 
predicted to have ATPase activity.
The expression of a second group of genes is initiated slightly later dur-
ing canal formation. These genes include Netrin 1 and Nor-1, which are
expressed in the central region of the canal outpocket that is destined to
form the fusion plate (Fig. 2.7). Netrin 1 is a laminin-like, secreted molecule
that functions as an axonal guidance molecule in the brain (Livesey 1999).
In the inner ear, Netrin 1 knockout mice fail to form a fusion plate and, as
a result, no resorption takes place in the prospective canals. It was proposed
that the lack of proliferation in the surrounding mesenchyme fails to drive
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the opposing otic epithelia of the outpocket to come together to form the
fusion plate (Salminen et al. 2000).
Nor-1 is a member of the nuclear receptor family of transcription factors.
Members of this subclass of nuclear receptors are thought to function as
constitutively active transcription factors (Maruyama et al. 1998). A ligand
for Nor-1, if one exists, has not been identified. Although the expression
patterns of Netrin 1 and Nor-1 in the inner ear are similar (highest in the
fusion plate region), loss of Nor-1 function does not affect canal resorption.
In Nor-1 knockout mice, the canals and ampullae are smaller than in wild-
type mice (Ponnio et al. 2002). Cell proliferation is initially widespread in
the prospective canal region, but after canal formation it becomes restricted
to two regions of the canal (Fig. 2.7; Chang et al. 1999; Ponnio et al. 2002).
The loss of Nor-1 affected the proliferation and continual growth of all
three canals and ampullae. Molecularly, it is not clear how Nor-1 regulates
cell proliferation in canals because Nor-1 does not appear to be expressed
in the proliferative zones.
Furthermore, in contrast to the expression of Netrin 1 and Nor-1 in the
inner margin of the canals, several genes are asymmetrically distributed in
the outer margins, such as SOHo-1 (sensory organ homeobox), Msx1, and
Bmp4 (Kiernan et al. 1997; Chang et al. 1999). Together, these results indi-
cate that the semicircular canals are molecularly more complex than their
simple tube-shaped structures imply.
In addition to the two groups of genes mentioned above, Otx1 and 
Shh are specifically important for the development of the lateral canal. In
addition, Gli3, a negative regulator of Shh functions, also plays a role in
canal development. In mouse mutant Extratoes, in which the Gli3 gene is
mutated, the lateral canal is missing and the anterior canal is truncated
(Johnson 1967). Detailed expression of Gli3 in the inner ear has not been
reported, but its expression in the periotic mesenchyme has been demon-
strated (Hui et al. 1994). Therefore, Gli3 is another candidate gene that 
may influence canal development via a mesenchymal–epithelial signaling
mechanism.
The anterior and posterior semicircular canals are connected to the
common crus at one end. It is not clear whether the formation of the
common crus is governed by common crus-specific molecules or is the con-
sequence of resorption in the surrounding tissues. So far, there is no report
of any gene that is specifically expressed in the common crus and not in the
canals. However, two lines of evidence suggest that the common crus devel-
opment is regulated differently from that of the canals. First, there has been
a report of a patient with Goldenhar syndrome who has no common crus
but has intact anterior and posterior canals (Manfre et al. 1997). Second, by
implanting beads soaked with retinoic acid in the developing chicken
otocyst, it has been shown that formation of the semicircular canal is sen-
sitive to retinoic acid treatment in a dose-dependent manner (Choo et al.
1998). In the most severe cases, where none of the semicircular canals
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formed properly, the common crus was still intact, suggesting that genes reg-
ulating common crus development are insensitive to retinoic acid treatment
and thus might be different from those governing canal formation.
A given gene could function in multiple phases of canal formation. For
example, BMPs are important for multiple stages of canal development in
the chicken. Noggin, an antagonist of BMPs, in particular BMP2 and BMP4,
was delivered to the developing chicken otocyst using either Noggin-
producing cells, beads soaked with Noggin protein, or a replication-
competent avian retrovirus encoding the Noggin cDNA (Chang et al. 1999;
Gerlach et al. 2000). These treatments consistently result in truncations of
the canals and sometimes involve malformations of the ampullae. The
defect in the canal formation is evident at the canal outpocket phase. Inter-
estingly, even after the canals are formed at E7, implantation of beads
soaked with Noggin protein leads to canal truncation 2 days later, indicat-
ing that the continual presence of BMPs is important for canal develop-
ment. More recent data suggest that Noggin mediates its effect on canal
development by blocking the action of BMP2 (Chang et al. 2002).
5.4. Relationship of Sensory and 
Nonsensory Tissue Development
Even though distinct molecular mechanisms govern the differentiation of
sensory versus nonsensory components of the inner ear, the two pathways
are most likely coordinated during early developmental stages to ensure a
functional end product. One way that this can be accomplished molecularly
is to activate genes that can initiate different developmental pathways in
different tissues simultaneously. For example, Otx1 is activated in both the
prospective lateral ampulla and canal at the same time of development and
may serve to synchronize their development. Another way to mediate the
coordinated development of sensory and nonsensory tissues is through 
signaling molecules such as growth factors released by either tissue that
couple the two developmental programs. Under these models, one would
predict that most morphogenetic mutants would have both sensory and
nonsensory defects. Indeed, most mutants, both in mice and zebrafish
(B.rerio), that lack a sensory component such as a crista also show defects
in the corresponding canal (Malicki et al. 1996; Whitfield et al. 1996).
However, the reverse is not true. There are mutants that have defective
canals but intact cristae, such as eselsohr in zebrafish (B.rerio) and Rotating
and Extratoes in mice (Deol 1983; Whitfield et al. 1996). The existence of
such mutants suggests that sensory tissues may play a dominant role in coor-
dinating inner ear development by specifying nonsensory tissue formation.
Axial rotation experiments performed in the chicken are consistent with
this idea and suggest that the specification of sensory structures precedes
specification of nonsensory structures (Wu et al. 1998). By reversing the
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anteroposterior (A/P) axis of the otocyst relative to the body axis, these
studies indicate that the A/P axes of the sensory organs are fixed during a
development period when nonsensory components of the inner ear remain
unspecified.
Identification of signaling molecules that coordinate the two develop-
mental pathways is essential to understanding the development of this
complex organ. However, it is not always straightforward to extrapolate the
function of a given gene based on mutation analyses or expression patterns
alone. For example, Bmp4 is expressed in both sensory and nonsensory
components of the inner ear during development. Furthermore, the ubiq-
uitous expression of its receptors suggests that BMP4 could affect multiple
target tissues. A more revealing expression pattern might be that of Fgf10
and EphB2. Fgf10 is predominantly expressed in the sensory tissues,
whereas its receptor, Fgfr-2 (IIIb) is exclusively expressed in the surround-
ing nonsensory component of the inner ear (Pirvola et al. 2000). So far, a
majority of the phenotypes reported for Fgf10 knockout mice are consis-
tent with Fgf10’s postulated role in mediating nonsensory tissue devel-
opment. However, the associated sensory phenotypes observed in Fgf10
knockout mice suggest that other FGF receptors besides FGFR-2 (IIIb) are
responsible for mediating this development (Pauley et al. 2003).
Eph and its ligand ephrin participate in bidirectional signaling cascades
that operate in both receptor- and ligand-expressing cells. These molecules
are important for multiple cell–cell communication processes, including
axonal guidance, boundary formation in the brain, and vascular develop-
ment (Flanagan and Vanderhaeghen 1998; Frisen et al. 1999). In the inner
ear, EphB2, a tyrosine kinase receptor, is expressed in the nonsensory,
vestibular dark cells bordering the sensory tissues of the cristae and
maculae. In contrast, its putative ligand, ephrinB2, is expressed in the sup-
porting cells of the sensory organs. EphB2 knockout mice show a defect 
in fluid homeostasis in the endolymph, and their vestibular dark cells are
disorganized (Cowan et al. 2000; see below). A possible role of ephrinB2-
expressing cells in the development or differentiation of EphB2-expressing
cells warrants further investigation.
Although it appears that sensory tissue induction precedes nonsensory
tissue induction, it is possible that once nonsensory tissues are specified,
genes expressed in these tissues feed back on sensory tissue and affect its
development. The best supporting evidence for this comes from the analy-
sis of the Otx1 knockout mice. Otx1 is not expressed in the presumptive
maculae of the utricle and saccule; however, its expression domain abuts
the lateral region of both maculae. The absence of Otx1 results in incom-
plete separation of the maculae of the utricle and saccule, which could result
from abnormal morphogenesis of the surrounding nonsensory tissues.
Alternatively, Otx1 produced by nonsensory tissue may lead to the activa-
tion of factors that in turn affect sensory development (Morsli et al. 1999;
Fritzsch et al. 2001).
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5.5. Genes that Affect Fluid Homeostasis
Apart from genes that are important for patterning of the vestibular appa-
ratus, there are genes that regulate fluid homeostasis of the endolymph.
Absence of these gene products can also lead to changes in the shape of
the membranous labyrinth and deficits in vestibular system function (Table
2.2).
The endolymph that fills the membranous labyrinth has an unusually high
potassium ion concentration, which is important for proper signal trans-
duction in sensory hair cells. It has been proposed that, in the cochlea, potas-
sium ions enter the hair cells during the process of mechanotransduction
and are subsequently taken up by the supporting cells and recycled back
into the endolymph via the stria vascularis in the lateral wall of the cochlear
duct (Kikuchi et al. 1995; Spicer and Schulte 1998). Similar mechanisms may
be involved in the vestibular apparatus; light and dark cells with secretory
and resorption functions are located in close proximity to each of the
vestibular sensory organs (Dohlman 1961).
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Table 2.2. Genes affecting fluid homeostasis of the inner ear.
Functional deficits
Gene Type of protein Distribution in the inner ear Vestibular Cochlear
KCNE1/ protein that stria vascularis + +
isk coassembles with K+
channel subunits
Ephb2 tyrosine kinase stria vascularis, dark cells of + -
receptor vestibule
Kvlqt1/ K+ channel stria vascularis + +
KCNQ1
KCNQ4* K+ channel outer hair cells of the ? +*
cochlea; hair cells of
vestibular organs
Pendrin anion transporter endolymphatic sac and duct; + +
between macula utriculi and
anterior and lateral cristae;
nonsensory region of the
saccule; external sulcus region
of the cochlea
Slc12a2 Na+–K+–Cl2- marginal cells of stria + +
transporter vascularis; spiral ligament;
dark cells of vestibule
Slc12a7 K–Cl- cotransporter supporting cells for inner and - +
outer hair cells
* No animal model available yet; the functional deficits are based on data from humans.
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KCNQ4 encodes a potassium channel and is primarily expressed in the
outer hair cells of the cochlea and type I hair cells of the vestibular organs
(Kharkovets et al. 2000). Immunostaining studies localized this protein to
the basolateral membrane of the sensory hair cells, supporting its postu-
lated role in recycling potassium ions from hair cells back to the endolymph.
Mutations in KCNQ4 cause dominant, progressive deafness in humans.
However, no animal models for this gene are yet available (Kubisch et al.
1999). More recently, a K–Cl cotransporter, Kcc4, that is expressed in the
Deiters’ and phalangeal cells has been postulated to participate in the re-
cycling of potassium ions that have exited hair cells into supporting cells
(Boettger et al. 2002). Mice lacking Kcc4 function are deaf and display renal
tubular acidosis.
So far, three genes expressed in the stria vascularis region are believed
to be important for recycling potassium ions into the endolymph.
Kcnq1(Kvlqt1) or isk (KCNE1) are both expressed in the marginal cells of
the stria (Sakagami et al. 1991;Wangemann et al. 1995; Neyroud et al. 1997).
Kcnq1 encodes a potassium channel subunit in the same family as Kcnq4.
Isk encodes a transmembrane protein that assembles with potassium
channel subunits including Kcnq1. Mutations in both KCNQ1 and KCNE1
cause Jervell and Lange–Nielsen syndrome in humans (Neyroud et al. 1997;
Schulze-Bahr et al. 1997), a syndrome associated with ventricular tach-
yarrhythmias of the heart and deafness. Knockout mouse models for both
genes show a collapsed membranous labyrinth indicative of endolymph
secretion failure and disruption of fluid homeostasis in the inner ear (Vetter
et al. 1996; Lee et al. 2000; Casimiro et al. 2001). A spontaneous mouse
mutant, Punk Rocker, with a nonsense mutation in Kcne1 that results in a
truncated protein, also shows an inner ear phenotype similar to the knock-
out mice (Letts et al. 2000).
Slc12a2, which encodes a K–Na–Cl cotransporter, is also postulated to
participate in recycling potassium ions back into the endolymph. This
protein is expressed in the basolateral membrane of the marginal cells in
the stria vascularis, fibrocytes in the spiral ligament, and dark cells of the
vestibule (Crouch et al. 1997; Goto et al. 1997; Mizuta et al. 1997). Three
mouse models are available for Slc12a2: a targeted deletion mutant; a 
radiation-induced mutant (Shaker-with-syndactylism (sy)) with a deletion
that includes the Slc12a2 locus; and an allele of sy, syns (Shaker with no syn-
dactylism), that has a frame-shift mutation in Slc12a2 (Delpire et al. 1999;
Dixon et al. 1999). All three mutant lines are deaf, with waltzer/shaker
behavior indicative of vestibular deficits. In addition, their membranous
labyrinths are collapsed, indicating a problem with endolymph secretion
(Delpire et al. 1999; Dixon et al. 1999).
As indicated earlier, lack of EphB2 also causes reduction of endolymph
production. EphB2 is postulated to regulate fluid homeostasis by interact-
ing indirectly with anion exchangers and aquaporins (Cowan et al. 2000).
Interestingly, despite the expression of EphB2 in the nonsensory compo-
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nents of both the vestibule and cochlea, EphB2 knockout mice display
vestibular dysfunction but are not deaf. Furthermore, their cochlear ducts
appear normal, suggesting that fluid homeostasis in the cochlea is not
affected. Because the membranous labyrinth of the mouse is largely two
separate compartments by 16.5dpc, genes that affect fluid homoestasis may
not necessarily affect both auditory and vestibular functions, depending on
the expression domain and mode of action of a given gene (Cantos et al.
2000).
Another example of a gene that regulates fluid homeostasis is Pendrin
(Pds), which is responsible for causing Pendred syndrome as well as a non-
syndromic form of deafness in humans (Everett et al. 1997; Li et al. 1998).
Patients with Pendred syndrome have sensorineural deafness and goiter.
Widened vestibular aqueducts are commonly found in the inner ears of
these patients. In addition, cochleae of Mondini phenotype characterized
by incomplete coiling have also been described (Johnsen et al. 1986;
Cremers et al. 1998).
In the mouse, Pds mRNA is found in the inner ear, thyroid, and kidney
(Everett et al. 1997; Everett et al. 1999). Within the inner ear, Pds is highly
expressed in the endolymphatic sac and duct. It is also expressed in non-
sensory regions of the utricle and saccule and the external sulcus region
(adjacent to the stria vascularis) of the cochlea (Everett et al. 1999). The
expression of Pds is first activated in the endolymphatic sac and duct
around 13dpc. Pds knockout mice are deaf and show a variable spectrum
of vestibular problems such as circling, head tilting, and bobbing behaviors
(Everett et al. 2001). Unlike other knockout mice that have defects in fluid
homeostasis, Pds-/- mutants show swelling of the membranous labyrinth
instead of shrinkage.The endolymphatic duct and sac are the first structures
to swell, starting at 15dpc (Fig. 2.8A,B, arrows). The swelling later spreads
into the vestibular and cochlear regions. The deafness and balancing 
problems in these mice are most likely due to sensory hair-cell degenera-
tion resulting from an ionic imbalance within the endolymph (Everett et al.
2001). Functional studies in frog (Xenopus) oocytes suggest that PENDRIN
is a chloride and iodide transporter (Scott et al. 1999). However, whether
chloride and/or possibly other anions are being transported by PENDRIN
within the inner ear remains to be directly determined.
In the mouse inner ear, as morphogenesis proceeds, the connection
between the utricle and saccule becomes restricted such that, by 16.5dpc,
the endolymphatic sac and duct, as well as the saccule and cochlea, are one
continuous chamber, and the utricle and three canals and their ampullae
are joined in another chamber (Cantos et al. 2000). Figure 2.8C illustrates
a paint-filled inner ear that has been injected in the endolymphatic sac 
at P1. Only the saccule and cochlea, but not the utricle or the rest of the
labyrinth, were filled with paint from such an injection. Despite the prena-
tal malformations and swelling of the membranous labyrinth of the Pds
knockout mice, a similar paint-fill pattern was observed in Pds mutants,
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Figure 2.8. Paint-filled mouse membranous labyrinths of the wild type (A, C) 
and Pendrin -/- mutant (B, D). Swelling of the membranous labyrinth of Pnd
mutants is first apparent in the endolymphatic duct and sac at 15.5dpc (arrows 
in B). Latex paint solution is injected only into the endolymphatic sac in wild-type
(C) and mutant (D) inner ears at P1. Injection into the endolymphatic sac only 
fills the sac and its duct, the saccule, and cochlea (C). Despite the enlarged mem-
branous labyrinth in Pnd null mutants, injection of latex paint to the endolymphatic
sac shows a pattern similar to the wild type, indicating that the utricle and saccule
are in separate compartments (D). For abbreviations, see Figure 2.2. Scale bar =
100mm.
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indicating that the utricle and saccule still separated into individual com-
partments (Fig. 2.8D).This is in contrast to the morphogenetic mutants such
as Hmx2, Hmx3, Ngn1, Otx1, and Otx2 knockouts, where the utricle and
saccule fail to separate from each other (Wang et al. 1998; Morsli et al. 1999;
Ma et al. 2000).
Furthermore, because of the unique ionic composition and high rest-
ing potential of the endolymph, the epithelial cells of the membranous
labyrinth might require specialized intercellular communication networks
and proper “sealing” from their surrounding tissues. Consistent with this
hypothesis, mutations in genes encoding for gap junction proteins such as
connexin 26 and 31 and tight junction proteins such as claudin 14 have been
implicated in causing human deafness (Wilcox et al. 2001; for a review, see
Steel et al. 2002). The etiologies of these human syndromes will be appar-
ent as more animal models become available.
6. Conclusion
Two areas of inner ear development have not been discussed thus far: otic
induction and differentiation of sensory hair cells. Fgf19 and Wnt-8c are
implicated in otic induction in the chicken (Ladher et al. 2000; Vendrell 
et al. 2000); Fgf3 and Fgf8 are implicated in otic induction in zebrafish 
(B. rerio) (Phillips et al. 2001; Leger and Brand 2002; Maroon et al. 2002,
whereas Fgf3 and Fgf10 are important for otic induction in mice (Wright
and Mansour 2003). Recent reviews on otic induction and related topics 
can be found in a special issue of Journal of Neurobiology (Kil and Collazo
2002; Noramly and Grainger 2002; Whitfield 2002). Furthermore, many
genes have been identified to be essential for hair cell development/differ-
entiation, such as Pou4f3 (Brn3.1), myosinVIIa, Espin, and Cadherins.
Mutations of these genes lead to vestibular and auditory deficits in both
humans and mice. Readers are referred to recent reviews on these topics
(Steel and Kros 2001; Caldwell and Eberl 2002; Steel et al. 2002). For 
additional readings on genes associated with morphogenesis of the inner
ear, readers are referred to two excellent reviews by Anagnostopoulos
(Anagnostopoulos 2002) and Kiernan et al. (Kiernan et al. 2002).
Correlating a specific gene’s knockout phenotype with its expression
pattern is essential to understanding its role in inner ear development.
However, multiple examples given here show that a gene’s expression
pattern does not necessarily predict the phenotype that results from loss 
of the gene product. Dlx5 and Netrin1, for example, are both equivalently
expressed in each of the three presumptive canals; however, knockouts of
these genes show different degrees of phenotypic severity among the three
canals. Also, although loss of Math1 affected hair cell formation in all inner
ear sensory organs, Jagged1 and Jagged2 seem to have differential effects
on hair cell formation in different sensory organs.
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Such disparities may be explained by differential control and functional
redundancy. Despite the apparent morphological similarities in the forma-
tion of the canals and the arrangement of hair cells and supporting cells 
in different sensory organs, the molecular mechanisms underlying each of
these processes are most likely regulated differently. Furthermore, the
developmental pathways for inner ear structures are likely to be influenced
by a variety of genes whose expression patterns and actions within the indi-
vidual inner ear structures have thus far not been assessed. Finally, the dif-
ferential expression and/or efficacy of functionally redundant genes in the
different inner ear structures may determine the extent to which the knock-
out of any given gene affects a particular structure. For example, four out
of the six Dlx genes are expressed in the inner ear; one or more of these
genes could share a redundant function with Dlx5 in the formation of the
lateral canal.
The creation of multiple and conditional knockouts in mice will continue
to be a powerful tool for molecularly unraveling the organogenesis of this
complex organ. With the aid of the mouse genome project, the identifica-
tion of genes responsible for existing and upcoming mutants will be expe-
dited. Contributions from other genetic models such as zebrafish (B. rerio)
and models that are ideal for misexpression studies and embryonic manip-
ulations, such as the chicken and frog (Xenopus) will also be indispensable.
An in-depth molecular understanding of this complex organ during devel-
opment will pave the way for better strategies to alleviate vestibular and
auditory deficits associated with this sense organ.
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